Gammarid specimens were collected at locations scattered across the plateau (see fig. 1 and table I) during five expeditions conducted between 2008 and 2012. All specimens were preserved in 80% ethanol and vouchers are stored at the Systematics and Biodiversity collection of the University Giessen, Germany (UGSB, see table I).
At the 61 sites sampled, gammarids had been mainly found in sympatry with molluscs, insects and annelids. At three locations (TP10, TP11 and TP39) gammarids were found exclusively (see table I ). Remarkably, location TP11 represents the highest sampling site in the present Tibetan Plateau dataset with an elevation of approx. 5090 m a.s.l. (altitude information obtained with Google Earth Pro) and is, thus, one of the highest records currently known for gammarid species.
Genomic DNA was extracted from dorsal abdominal tissues of individual gammarids using the CTAB protocol described by Wilke et al. (2006) . For PCR (polymerase chain reaction) amplification of the cytochrome c oxidase subunit I (COI) and LSU rRNA (16S) genes, the following primers (forward/reverse) were used: LCO1490/HCO2198 (Folmer et al., 1994) and 12-2F/16S-650R (Hou et al., 2007) , respectively. Touchdown-PCR conditions for both fragments were as follows: an initial denaturation step at 95°C for 60 s, followed by 7 cycles of 45 s at 95°C, 45 s at 50°C (minus 1°C per cycle), and 60 s at 72°C, then 33 cycles of 45 s at 95°C, 45 s at 44°C, and 60 s at 72°C, and a final extension step at 72°C
